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growth-promoting traits and antifungal po- 
tential, 538 


G 


Gastrointestinal content — Lactobacillus 
paracasei A survives gastrointestinal passage 
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trix component laminin-1, 960 


Gordonia — Phylogenetic analysis of mem- 
bers of the metabolically diverse genus Gor- 
donia based on proteins encoding the gyrB 
gene, 367 


Gram-negative bacteria — Adhesion medi- 
ated by autotransporters of Gram-negative 
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the fecal microbiota of healthy infants, 857 


Peatlands — Detection of methanogenic Ar- 
chaea in peat: comparison of PCR primers 
targeting the mcrA gene, 914 


Pelleted feeding — Selection of potential pro- 
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